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I ntroduction

DNA Study Developments:
BACKGROUND:

DNA is the genetic material and is found in chroorass. It is a double stranded molecule with bases p
connecting the strands. It resembles a spirakcstse with the base pairs being the steps. Thetigen
information in DNA is contained in the sequencehaf base pairs. The bases that make up the basepa
DNA are A (adenine), G (guanine), C (cytidine), dn@thymine). In normal DNA A only pairs with T drim
with A; G pairs only with C and C pairs only with G'hus there is a complementary relationship betvtbae
two strands of DNA,; if you have an A on one stramalthe other strand you must have a T to formbtse
pair. As aresult, if you have the sequence oébésr one strand, you can easily deduce the sequarihe
complementary strand. Most humans contain 46 chsomes (23 pairs) in their cells. One pair issive
chromosomes: X and X in females, X and Y in males.

In most west European cultures surnames are iekdribom father to son and thus follow the directenime.
The Y-chromosome in humans is the male-determiaimgmosome; only males have a Y-chromosome.
Naturally, a man’s Y-chromosome is inherited frois hiological father and is virtually identical s
biological father's Y-chromosome. Thus surnamesritance is parallel to Y-chromosome inheritancegeet
when a male’s surname is not the same as his laldgther’'s surname for whatever reason. Thetehod
phrase used to describe such a situation is “gpabernity event.” Y-chromosome tests generallklaba
number of sites on the DNA. Most of these sitesevegiginally selected for their utility in forermsi
applications. Researchers have identified and daarlarge number of these. The company we arg isin
the tests, Family Tree DNA (FT DNA), now looks @tto sixty-seven sites. You can order a 12-maike5-
marker, a 37-marker test, or a 67-marker tesyoluf originally ordered a 12-marker test, you cdarlarder an
expansion or refinement to a 25-, 37- or 67-matést. These marker sites are short tandem repkagsshort
tandem repeat (STR) the DNA has a small sequenioasals that is repeated several times next toatheh
For example, the following sequence is a shortéantepeat:
TAGTACCTAGTACCTAGTACCTAGTACCTAGTACCTAGTACCTAGTACCthis STR has 7 repeats of
the sequence TAGTACC. The test determines at efitte marker sites the number of repeats of thekena
sequence found. For the Family Tree DNA 25-matist the names of the sites are DYS numbers, such a
DYS # 390. The results are reported as a set,d®3,237, or 67 numbers. The term used to desthnide
pattern of results for these testhaplotype. A haplotype result can refer to any number ofkais, but here |
will most often refer to a 12-, 25-, 37-, or 67-k&rhaplotype. Do NOT confuse haplotype witplogr oup.

| discuss haplogroups later in this report. Onthefproperties that makes STR sites useful isatedsionally
when the DNA is copied, the number of repeats @mtreased or reduced by one or more repeatgulf
have ever tried to type a document where a wopthaase is repeated several times in close proxiydy
know how easy it is to make that type of error.e3dntypes of mutations in the DNA are more freqtieant
some other types of mutations, such as if the “DigAier” puts an A where a C was the correct ba@sether
useful property of STR’s is that a change in thenber of repeats results in a change in the lenigtineoDNA.
It is generally easier and cheaper to detect aggnhanDNA length than a change in the sequencediggie
base.

ORIGINAL DESIGN:



The original plan for this study was to identifydarecruit two donors from each of four familieshelmajor
aim of the study was to determine which, if anythafse families shared a direct male line ancesibe four
families that were the initial focus were:

1) the descendants of William Claiborne of Virginianof Thomas Cleyborne of King’s Lynn, County
Norfolk, England.

2) the descendants of the Westmorland family of Chiddall in England.

3) the descendants of John Cliborn/Clyborn of Old kenfNOTE: This family has often been referred to
as the John of Dale Parish line.]

4) the descendants of John Clibborn born in Durhamg)dfa who went to Moate, Ireland around 1640;
John Clibborn later became a Quaker.

As the study has progressed other families have adéed to the study:

5) Descendants of the Clayburns of Yorkshire that egby originated in the Howden area of the East
Riding of Yorkshire, England.

6) A control family without a Claiborne-like surname

7) Descendants of Richard Claiborne (1755-1819)

8) Descendants of Alfred Charles Cliburn who was borb873 in Brighton, Sussex, England.

9) Descendants of William Cliburn (1750 to after 1820any of these Clyburns settled in South
Carolina.

10)Descendants of Nathaniel Britton Claborn/Clibor8(03-1902) born in South Carolina and later moved
to Alabama.

11)Descendants of John Clayburn (1820-?) of Manchestegland

12)Descendants of another Alabama Claborn

13)Descendants of Alfred Clayborn of Weakley Countgnilessee

As the results accumulated | decided to assigretfeesilies to the following major groups to simplif
comparisons of related families and to make itezasi identify subgroups and branches. The Durfaop is
family 4. The Norfolk group has families 1 and The original Westmorland group has been subdivided
three subgroups. The Westmorlandl subgroup hasdar, 3, and 11. Westmorland2 subgroup haseee
family 9; all of the donors in this group are destants of men with a Clyburn or Claybourn-like saame that
lived in or near Robeson County, NC in thd't@ntury. Westmorland3 subgroup has family 13e dther
families are classified as Not Grouped.

Results Summary:

Below are two tables that summarize the progresiseo$tudy from 2005 to 2007.

Markers Tested

Summary October 2005 Donors 12 25 37 67 Predicted Tested
Haplogroup Haplogroup

Durham 2 2 2 0 0 Ri1bl 0
Norfolk 6 6 6 0 0 I 0
Westmorlandl 8 8 8 0 0 Rib1l 0
Westmorland 2 3 3 1 0 0 Rib1l 0
Westmorland 3 1 1 1 0 0 Ri1bl 0

Not Groupe: 4 4 0 0 0 0

Total 24 24 18 0 0 0

Markers Tested



Summary October 2007 Donors 12 25 37 67 Predicted Tested
Haplogroup  Haplogroup

Durham 2 2 2 0 0 R1b1 0
Norfolk 9 9 9 2 0 [ 0
Westmorland1 10 10 10 5 3 R1b1l 2 Rilbic
Westmorland 2 6 6 6 1 0 R1b1l 0
Westmorland 3 2 2 1 1 1 R1b1 1 Rilblc
Not Groupe: 9 9 5 4 1 1 E3a
Total 38 38 33 13 5 4
Not Groupe: 1 J2

1 I

1 Riblc

3 R1bl

2 R1blc9a 2 R1blc9a

1 E3a 1 E3a

Fromhttp://freepages.genealogy.rootsweb.com/~dgarvey/ibidbkers.htnms a good general explanation of
haplogroups for the Y-chromosome. | have insestede explanatory sections for clarity.

“The types of Y-chromosome markers measured byajegeal genetic testing labs are knowrSasks
Genealogists are interested in finding connectim®ts/een families on a time scale of centuries,thad
mutation rate of STRs is such that they are a gbaice for that kind of work. Population genetisiate
interested in tracking the movements of groupsumhéins over time scales of 1000's or 10,000's akyea
Therefore their studies usually involve a differgmte of Y-chromosome marker known as SNPs (aloitig w
insertions and deletions), which have a much slowaation rate than STREaplogroupsare defined by
patterns seen in the alleles of these slowly mge@NP markers. Identification of your Y-chromosome
haplogroup can provide an interesting glimpse theodeep ancestry of your paternal line.

A SNP test would be the only way of identifying &nleaplogroup for certain. However some concluseams
be drawn about haplogroup classification by lookusj at the STR marker value patterns.” In theemabove
the predicted haplogroups are based on the pdtiapiotype) of STR results. The tested haplogiswgpdirect
test for one or more SNP’s.

A SNP is a single nucleotide polymorphism, meanirad one of the nucleotides in the DNA sequencebkas
substituted by one of the other nucleotides. [NAt®ve | referred to the sequence of bases in Déish of
the bases discussed there is actually a part ofrasponding nucleotide. Staying with the staecasalogy,
the base pairs form the steps of the double h&8ixa base is a portion of a step. A nucleotidrides the
base and part of the strand, including the grobasdonnect together to form the strand. Thustleeotide
has a portion of a step (base) and a section ahilieg and the connectors to join each step ¢ontéxt one to
complete the spiral/helical staircase. For mosppses the sequences of bases is the same agjtiemce of
nucleotides and the shorthand abbreviations A,,Gn@ T can refer to bases or to nucleotides.] mb&tion
rates for SNP’s are so low that another name famtis UEP for unique event polymorphism. Thisee# the
assumption that within the timeframe of human etiotuthese events happened only one time.

See this site for more detdilttp://freepages.genealoqy.rootsweb.com/~dgarvey/ibiyAefinitons.html

From the glossary page at Family Tree DNA is thiewang definition of haplogroup
(http://www.familytreedna.com/glossary.html}H




Haplogroup
A genetic population group associated with earljano migrations and which can today be associatddavi
geographic region.

To save space | will not go into more detail ontlhplogroup results. If anyone has questions en th
haplogroup results, | will be happy to try to anstse questions by e-mail or regular mail. Mpteat
information will be given at the end of this repolt enough people have questions, | can try swem them in
an article in a later newsletter.

TABLESof RESULTS

Below are a series of tables for the different ggouThe STR markers are indicated in the top rpw bumber
that indicates the order that FT DNA uses to refi@tresults. The mutation rate for the diffenatrkers
varies. The fast mutating markers are indicateddigg in maroon with a light green background.

Each donor is identified by a known ancestor andrbwrbitrarily assigned number (in column onehimithis
group. The fourth column has the predicted haplogr(in red) or the directly determined haplogrgunp
green). In each group | have designated a stamd&rence value for each marker. For the Durhadh a
Norfolk groups that is the most frequent (modalpedor that group at that site. For the Westmudla
subgroups | have chosen the values of the Clib@ahdénor (family 2) as the reference. If a givdamor’s
result matches the reference value at a giverirgtespace has the chosen color for that groupogyeblue,
red). Where the value is different, a contrastialpr is shown. If only two donors in a group haested at a
given site and they do not match, a lighter shddeeomain color is shown (Durham, site 20; Norfalke 34).

|Durham |Fami|y# | Known Ancestor | 123 4 .. 7 8 .10 1112
1 4 John Clibborn of Moate (1623 - 1705) R1b1
2 4 John Clibborn of Moate (1623 - 1705) R1b1
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Norfolk  Family # ‘ Known Ancestor

|
7 | Richard Claiborne (17550 1810) [l
1| Thomas of Sweet Hall (1680/1 to 1732) [
1 | Thomas of Sweet Hall (1680/1 to 1732) [l
1? | Leonard of South Carolina (1762 - ?) |l
| Thomas of Sweet Hall (1680/1 to 1732) |l
| Thomas of Sweet Hall (1680/1 to 1732) [l
| Thomas of Sweet Hall (1680/1 to 1732) |l
|

Thomas of Sweet Hall (1680/1 to 1732)
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At any given marker if two donors within any gromatch each other their color matches in the talblthey
do not match each other, the colors do not matduk at the Norfolk group table at marker/site There are
three donors that do not have the modal/referealee\at this site. Two of these match each othérave the
same shade of pink (donors 8 and 9); donor 3 doesiatch the modal value or the other mismatchezalt
has been colored a different shade of pink. FHerablor method of highlighting the mismatches, tiree
Westmorland subgroups are treated as one groughinhe Westmorland group there are two markessafitd



34) where there are 4 different values seen athessubgroups, so four color variants are seerforetthe
Cliburn Hall donor and those that match him at dieg, green, light green, and striped green fosé¢tthat do
not match him. Note that both of these markergllgmutate.

ANALY SIS and DISCUSSION of RESULTS

The two Clibborn donors match each other at 24ef25 markers tested. In the Norfolk group bothads in
family 7 differ from the other Norfolk donors atesi3. At the other markers through 25 they mateh t
reference value. Only one donor from family 7 and &rom family 1 have currently expanded to 37 raesk
They match at all sites except site 34. Until meambers of this group go to 37 markers it is insgae to
say if either of these values matches a refereakee\covering all the donors in the group. Atssiteo 12 the
only mismatches seen so far are the already disdusgsmatches at site 3. At sites 13 to 25 mishestbave
been found at three sites (13, 17 and 21). NeatelB and 21 are rapidly mutating markers. Ats8eonors 8
and 9 match only each other. They are both deseesndf Augustine Claiborne, son of Thomas of Swzek
This mismatch seems to distinguish them from themtdescendants of William Claiborne. Donor 3 inasc
none of the other Norfolk donors at site 13. Thematch for donor 4 at site 17 and the mismatchegea21
for donors 7 and 8 are currently unique in thisugroThe overall conclusion is that the DNA resulticate
that all 9 of the Norfolk donors share a commoedtitine male ancestor. For donors 3 to 9 the MRCA
clearly William Claiborne. For donors 1 and 2 \idith Claiborne is almost certainly their ancestoit, there is
a remote possibility that they descend from a diffie immigrant who must have been a relative ofligvii.

The results for the Westmorland group illustrae power of DNA testing to show both near and distan
relatedness. Look at the first 25 markers fothakke subgroups. With a total of 18 donors thesdaw
mismatches except for ones that distinguish a swipgor a branch within a subgroup. The single oetice
(so far) mismatches are at sites 8, 12, 15, 22twodndependent, different mismatches at markerPde
mismatch at site 25 for donor 10 of the West1 soipgiis with little doubt independent of the ideatic
mismatch for donor 2 of the West2 subgroup. Téisased on the fact that family 11 has never lugdide
England or Ireland and family 9 has lived in Nofimerica since 1700 or earlier. The mismatch atSifor
the Weakley County donors separates this group thenothers. The mismatch for donor 2 at site 4y be a
distinguishing mismatch, but until donor 1 of the#B8 subgroup expands to 25 or 37 markers, we dknaov
that. The mismatch at site 19 for donors 1 antfitGeWest2 subgroup identifies a branch of thisgsaup.
The mismatches at sites 21 and 25 distinguish test®\subgroup from the other Westmorland subgrdugs,
there are additional mismatches at site 25 thaentfak situation more complex. My analysis is that
haplotype (pattern of results) for the MRCA of ttanors in West2 was the same as donors 3 and dor[1o
has 1 mismatch from them at site 19. Donor 2 Im@smismatch at site 25. Donor 5 has 1 mismatsiteaR4.
Donor 6 has three mismatches: sites 12, 19, andiite donor 1 matches this MRCA of West2 subgatup
sites 12 and 25, these mutations apparently oaturrene of donor 6’s ancestors who is a descermfaldmes
Clyburn (1822 to 1881). Based on these results& clear that all of these donors were connegtatirbct
male line descent with the family that lived ati®iin Hall.

Now consider the results for those donors in theterland group who have gone to 37 or more markiers
markers 26 to 37 there are 2 to 4 mismatches batthesfour donors in family 3 and the Cliburn Hadinor.
There are 4 mismatches between the one family 8rdaomd the Cliburn Hall donor; he has only one naisrh
with two of the family 3 donors (donors 6 and Witially, the results for the West3 subgroup don@re very
surprising. In this 12-marker set he only matdhesCliburn Hall donor at 3 sites. He also hagnin
mismatches with donors 6 and 7 in the West1 sulpgr@ased on both the DNA results and the known
genealogies of the donors, | conclude that the arker haplotype for donors 6 and 7 in the Westhsalp is
the haplotype of the MRCA of family 3 — John of B&arish. Donor 5 has one mismatch at site 351009
has two matches in this region at sites 34 andBthor 6 of West2 has one mismatch with this hgpletin
this region at site 26. It now appears certain tthe West3 subgroup donors must descend from amgrant
different from the immigrant(s) that founded fan®yand family 9. At present the DNA evidence iasistent
with family 3 and family 9 descending from the samenigrant or from two separate immigrants. Beeaofs



the large number of mismatches between family 3family 2 these families must have branched aparty
centuries ago. Families 3 and 9 probably branétued family 2 in the 1500’s or 1600's.

NOT GROUPED DONORS

Two of the nine donors placed here are relateéth ether. The other seven donors do not matdeiglo
anyone else in the study. |do not have time acgghere to go further into these results. | msguss them in
a future newsletter.

FUTURE AIMSFOR THE DNA STUDY

We always welcome new donors to the study, buethes a few donors we would especially like to tamdi
recruit. William Claiborne had four sons: Williadghn, Thomas, and Leonard. Leonard did not haye a
known sons. John’s known family disappears froengiarviving records after the 1720’s. All of thendrs in
family 1 up to now are descendants of Thomas Ctathrough his son, Thomas of Sweet Hall. Wheréhd
donors of family 7 fit? There is currently no emite that Richard Claiborne (1755 to 1819) is aeletant of
the second generation William Claiborne. If a donith known descent from this William joined thiidy,
his results should help determine where Richardrédescendants fit. Since the reunion | havadasome
leads to at least one family that may have a livitede with the Claiborne surname (or variant thBredh a
direct male line descent from the second generadtidimm Claiborne. John Cliborn of Dale Parisivial 712
to 1764/5) had four sons: Jonas, John, GeorgeThachas. We have donors that descend from Jormas, fr
John, and from George. We would like to have astt®@ne donor who descends from Thomas. We wdsid a
like to have a donor that descends from Lasleyddtitand his wife Cynthia Hopper. Lasley was thengest
son of John (1760 to aft. 1840) and Mary Clibovke would like to find more donors from the UK oelind
(or Europe) with a Claiborne-like surname. Dorfoosn Australia would also be good to find.

At the 2007 reunion a motion to encourage and tadsisors to upgrade to 37 markers was passed. gmnen
reasons for doing this is that we have alreadyddonthe Westmorland group that the results forkees 26 to
37 have helped to identify different branches witthiat group. For the Norfolk group with only t@onors
that have gone to 37 markers we have one mismafttai region. Is that mismatch one that distisiges
between family 1 and family 7? Is it a mismatchhm family 1 or within family 7? Is it more congt?

THE FRENCH CONNECTION

In Sue Cliborn Forbes’ recently updated Ancestragk of Cliburn, Westmorlanavhich traces the genealogy
of the Cliburn Hall family, she starts the familytivAdam le Franceys [1] who appears in the Pipk iRo
1200. In the third generation is Robert le Frasagdg Cliburn [3] who is living in 1259; he is thest one in
this genealogy referred to as “de Cliburn.” In getion eight is a John le Franceys de Cliburmfigp lived
during the mid 1300’s. He is the last member of thmily genealogy to have “le Franceys as pahisihame.
So one branch of the le Franceys family becam€tiioeirn family. Sue mentions that another brantthe
family became the Vernons of Rutland. It is e@sgde that other branches of this family might haken the
surname French. Clai Bachman gave a very niceptaison on the Westmorland ancestry of the Clilbdai
family at the reunion. Early in the Claiborne DNfudy several close matches with men with the Frenc
surname were found. In the French study theyraf&roup 1. Since the R1b1 haplogroup is the nreguient
Western European haplogroup, close matches, ev@nratirkers, might have been a chance match arfat mig
not reflect having a direct male line ancestor imithe time frame that surnames have been useghiypu
within the last 1000 years. Some of these Frectos had gone to 37 markers. The first donomimstudy
to expand to 37 markers were in the Westl subgiroigie 2005 and in 2006. They had 9 mismatchés thie
appropriate French donors in markers 26 to 37thatime | concluded that this meant that the fesilvere
not connected. During this period | had commumidatith the person running the French study. ©@nlky of
their donors could trace his line back to the 16G@0id none could trace back earlier than the 16ddising
this year’s reunion | mentioned to some peoplegbigntial connection to the French family. Aftiee reunion
one of them asked me to elaborate on this angtbatpted me to compare the West3 results with thadh




results. There was only 1 mismatch in the 26 ton@rker set for most of the Group 1 French dondvsh
several of these donors the West3 donor had ordyntvematches with them over 37 markers. This West3
donor has gone to 67 markers. Three of the Gradipnbrs have expanded to 67 markers. Two of these
very close matches with our West3 donor; one hasdthe other 5 mismatches out of 67 markers.
Interestingly they both mismatch the West3 donaitats 59 and 60. At those sites the two Frenciogo
match the 3 West1 donors who have gone to 67 narkene of the French donors mismatches these 8lWes
donors only at site 50 in sites 38 to 67. The otme also has a mismatch at site 43. Both okthkesnch
donors have only two mismatches in the first 25kaa with two of the West1 donors who have gon@rto
markers: at sites 5 and 15. Summarizing, most Giokrench donors are very good matches with tiee on
West3 donor that has gone to 67 markers over ath&kers. They are also good matches with the West
donors who have gone to 67 markers except foritteemismatches in markers 26 to 37. In light & th
medieval genealogy of the Cliburn Hall family, tkliata supports this genealogy and suggests that the
immigrant for the West3 subgroup branched away fiieenCliburn Hall line soon after taking the Clibur
surname. The family that lived at Cliburn Hall dwally accumulated mutations in the 26 to 37-markgion.
The West3 ancestors kept the ancestral numbepeéts, as did the ancestors of French Group 1. The
immigrant for family 3 and the immigrant for fam@branched from the Cliburn Hall line only aftbet
mutations we now see in this region had occuriddte that the immigrant for family 3 and for famflymay or
may not be the same individual. | shared thisymmmhith the West3 donor. He searched some @hi
databases and found that he is a good match tottves families that claim descent from a le Frasdaynily.
The surnames are Stanley and Marple. The Vermailyfdy medieval genealogy is connected to the le
Franceys family, but apparently has not yet doneldA testing of the Y-chromosome or at least reitiine
West3 donor nor | found any indication that theyéa

To assist those who want to delve further intordsailts of the study | am providing here the peskgrof the
donors. When the study began | promised the ddneesild protect their privacy. That is why thélies do
not contain the numerical results and why the peeigdo not include anyone born in the twentiettiwg.
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Pedigrees of the donors:
Durham Group Family 4

John Clibborn of Moate (1623 to 1705), born in Camh Eng.; moved to Moate, Ireland [1]. Note: Thenber
in brackets indicates the generation number.

Joshua Clibborn (1665 to 1727) [2].

James Clibborn (1710 to 1783) [3].

Barclay Clibborn (1739 to ?) [4]. Most recent coomrancestor (MRCA) of the two donors.

Donor 1 descends from John Barclay Clibborn (1670850) [5].

Donor 2 descends from William Clibborn [5].

Norfolk Group Family 1

Thomas Cleyborne (1525/30 to 1581) [B]. Mayor afigks Lynn, Norfolk, England in 1573.



Thomas Clayborne (abt. 1557 to 1607) [A]. MayoKaofg's Lynn in 1592.

William Claiborne (1600 to 1676/9) [1].

Thomas Claiborne (1647 to 1683) [2].

Thomas Claiborne (1681 to 1732) of Sweet Hall [BIRCA of the family 1 donors.

Donor 4 descends from Nathaniel Claiborne (abt61@11756) [4].

Donor 5 descends from a Leonard Claiborne (1762 {6?], who is, with little doubt, a descendanTobmas
of Sweet Hall [3], probably a grandson of Leonatdilidbrne (abt. 1701 to 1785) [4] by his son Burfpg]lor
his son Leonard (? to 1775) [5].

Donors 3, 6 and 7 descend from Leonard Claiborbe {&01 to 1785) [4].

Donor 3 descends from Richard Claiborne (? to 17576)

Donor 6 descends from Augustine Claiborne (178F8@0), [7] son of Thomas B. Claiborne (1747 to 1811
[6], grandson of Leonard Claiborne [4] by his samrill [5].

Donor 7 descends from George Herbert Ravenscrafb@ine (1782 to 1834), [7] son of Thomas B. Claieo
[6], grandson of Leonard Claiborne [4] by his samiill [5].

Donors 8 and 9 descend from Augustine Claiborn211@ 1787) [4].

Donor 8 descends from Buller Claiborne (1755 to4)§8].

Donor 9 descends from Herbert Claiborne (1746 1)1 §)].

Family 7

Donors 1 and 2 descend from Richard Claiborne (1@3819) [1]. | classify them as family 7 becausedo
not know from which son of William Claiborne he desds. It is remotely possible that Richard dedsdrom
a different immigrant who must have been a relatif/@/illiam Claiborne.

Donors 1 and 2 descend from Richard B. Claiborbe (800 to 1879) [2] and Charles B. E. Claiborb&3Q to
1889) [3].

Donor 1 descends from Charles F. Claiborne (1873%®) [4].

Donor 2 descends from James B. Claiborne (187866)1[4].

Westmorland Group
Westl Family 3

John Clyborn (1650/1658 to 1685) [1].

John Clyborn (1682 to 1712) [2].

John Clyborn (abt. 1712 to 1764/5) i.e. John ofelrRdrish [3] MRCA.

Donors 1, 3, 5, and 7 descend from John Cliborh (&85 to 1782/3) [4].

Donor 5 descends from Daniel Brown Cliborn (1767865) [5].

Donors 1, 3, and 7 descend from John Cliborn &80 to abt. 1840) [5].

Donor 1 descends from John Cliborn, Jr. (abt 1684840) [6].

Donors 3 and 7 descend from Jubal Cliborn (abt01@&bt.1838) [6].

Donor 3 descends from Henry S. R. Cliborn (183%300) [7].

Donor 7 descends from William Cliborn (1820 to 1p{¥.

Donors 2, 4, and 6 descend from George ClibornéA1@ 1811) [4] and from William Cliborne, Sr. (&t
1845) [5].

Donor 2 descends from George Cliborne (abt. 1799 {6].

Donors 4 and 6 descend from William Cliborne, dbt(1787 to 1860/70) [6].
Donor 4 descends from Nathaniel Theophilus Clibdaie. 1816 to aft. 1880) [7].
Donor 6 descends from James Augustine Cliborne4181889) [7].

Donor 9 descends from Jonas Cliborn (1733 to 1jA5)

Family 2

Donor 8 descends from Adam le Frances (listed pa ll for 1200) [1].



Donor 8 descends from Thomas Clayburne, esq. (1580) [18].
Donor 8 descends from Dr. Christopher-James Cleb@®38 to 1909) [25].

Family 11
Donor 10 descends from Thomas Clayburn of Manchesteyland (1831 to 1903).
West2 Family 9

John Clyburn (abt. 1705 to 1785) [1]; he is the ELYY MRCA and father of the men in generation 2 belo
Donors 1 and 6 descend from Ephraim Cliburn (ab461to aft. Sept. 1823) [2], William Clyburn (1786
1868) [3], and James Clyburn (1822 to aft. 188]) [4

Donor 1 descends from Stephen Clyburn (1858 to )7

Donor 6 descends from Ira Louis Clyburn (1862 t8J5].

Donors 2, 3, and 4 descend from William Cliburn,(&750 to aft. 16 April 1821) [2].

Donor 2 descends from Louis (or Lewis) Clyburn (dbt78 to 1857) [3].

Donor 3 descends from William Clyburn, Jr. (1774to 1829) [3].

Donor 4 descends from James Cliburn (1793 to 18}5)

Donor 5 descends from Joshua Clyburn (abt. 1731020 October 1798) [2].

West3 Family 13

Alfred Clayborn(e) (1805 to 1858) [1] MRCA.
Donor 1 descends from Benjamin B. Claborn (18418@7) [2].
Donor 2 descends from Alfred Lafayette Clayborr&3¢Lto 1889) [2].

For more on the families see the articles by Siuleo@i Forbes that originally appeared in the ClaileaSociety
newsletter from June 2002 to March 2003 that cam In@ read on the Claiborne Society website. Alseck
the references that Sue cited and the ones listedi® web pagehttp://www.claibornesociety.org/research/

The article on William Claiborne:
http://www.claibornesociety.org/research/WILLIAM @GIBORNE_biography for Rodona.shtml

on John Clyborn of Old Henrico Co VA:
http://www.claibornesociety.org/research/john ctibamewsletter article.shtml

on John Clibborn of Durham, England and Moateahdl
http://www.claibornesociety.org/research/clibbomicée mar 2003 newsletter.shtml

on Dr. Christopher James Cleborne:
http://www.claibornesociety.org/research/CJC azti€lec 2002 newsletter.shtml

Contact information for Alex:
Dr. Alex A. Waldrop I

260 Westbrook St. # 10
South Portland, ME 04106

E-mail addressalexw3@hotmail.com




